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F1 BT LA —TRIEANEH L7~ miRNA 23 Bh#ET 55K E Y 2 b

Diseases or Functions Annotation p-Value | # Molecules
Class II lupus nephritis 2.62E-23 | 14
Early stage invasive cervical squamous cell carcinoma 7.27E-19 | 11
Inflammation of organ 1.49E-18 | 25
Non-insulin-dependent diabetes mellitus 6.60E-18 | 17
Nonobstructive azoospermia 1.57E-13 | 11
Inflammation of absolute anatomical region 2.88E-13 | 19
Invasive carcinoma 3.35E-13 | 13
Interstitial pneumonia 3.70E-13 | 10
Idiopathic pulmonary fibrosis 2.46E-12 | 9
Diabetes mellitus 9.60E-12 | 18
Primary melanoma 3.15E-11 |7
Experimental autoimmune encephalomyelitis 4.22E-11 | 11
Fibrosis 2.00E-10 | 13
Squamous cell cancer of the hypopharynx 2.14E-10 | 7
Benign pelvic disease 2.36E-10 | 13
Liposarcoma 2.84E-10
Invasive ductal breast carcinoma 5.19E-10 | 8
Dedifferentiated liposarcoma 6.54E-10
Pharyngeal carcinoma 6.73E-10 | 11
Stage II colorectal cancer 1.47E-09 | 5
Inflammation of body cavity 3.62E-09 | 14
Sinonasal natural killer/T-cell lymphoma 3.90E-09 |7
Primary solid tumor 7.34E-09 | 10
Growth of human herpesvirus 1 1.09E-08 | 4
Psoriasis 2.59E-08 | 11
Myelodysplastic syndrome with 5q- syndrome 2.65E-08 | 5
Corticotrophic adenoma 2.90E-08 | 4
G1/S phase transition of embryonic cell lines 4.37E-08 | 4
Primary tumor 1.61E-07 | 9
Pituitary ACTH hypersecretion 1.86E-07 | 4
Hepatocellular carcinoma 2.17E-07 | 12
G1/S phase transition of fibroblast cell lines 3.87TE-07 | 4
Alzheimer disease 5.58E-07 | 10



